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Incidence & Number of Clinical Trials | Figure 1: Identification of clinical trials and sites L = > (correlation = -0.777, p= 0.008) (figure 4). For example, late-phase lymphoma trials have
Number of trial locations by disease types were categorized by - O

a low network density (density = 0.298) and have a high correlation across
geographic-specific incidence rates (correlation = 0.890). Mid-phase trials do not show
a similar trend.

Detalled investigation of nodal characteristics by geographic regions for late-phase trials
reveal that areas with a high volume of highly interconnected trial across network (red
nodes) have multiple sites in same region that open similar trials. Nodes with high-volume
but non-connected trials across the network (yellow nodes) have a larger proportion of
single and smaller multi-institutional trials.

Conclusions

MSAs based upon zip code designation. Number of trial locations across MSAs were
compared against cancer incidence by specific cancer types using Pearson Correlations (figure
2a-c). Incidence levels are based on the CDC Wonder - United States Cancer Statistics by
Metropolitan Statistical Areas [2].

Network Analysis
Network density represents the degree of dyadic interconnection between sites studying

similar cancer types. For each clinical trial in the identified sample, individual trial locations were
designated by a node - all sites within a trial were linked into a cluster. Spring force layout [4]
was applied to each node after all trials nodes were mapped (figures 3a-c). The algorithm
attempts to place each node as far as possible from other nodes; while, at the same time,
. . C green nodes = zip codes with less than 15 phase Il trials

connectors tie nodes together. The weight of a connector denotes the similar number of share _ _ o _ _ _

. . . . . Table 1: Correlation of Trial Availability and Incidence Compared with Network Density Across Cancer Types, by Phase
trials in the porttolio, the stronger the weight of each connector, the closer nodes will be pulled Mid-Phase (Phase /1. Il | ate-Phase (Phase I/111, Il
together (attractive force). Density is the calculated across the entire network indicating the

Figure 4a-C
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size of the node reflects the number of phase lll trials being conducted within a zip code
red nodes = greater than 15 phase Il trials within a single zip code & network centrality > 0.75
yellow nodes = greater than 15 phase Il trials within a single zijp code & network centrality < 0.75

ClinicalTrials.gov database provides a unique insight into the implicit and explicit networks
across disease sites. Network structures vary significantly depending upon phase and
cancer type. The relationship between the distribution of CT and location of patients for
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